. Demographic, reproductive and hormonal characteristics of the study population. 
. Geographic distribution of the study population. Measured by municipality of residence, and expressed as (a) absolute counts and (b) relative to population density. Figure S2 . Global ancestry proportions in the study population and local ancestry at the BRCA2 locus in E1308X mutation carriers. Global ancestry proportion (a) in study population in comparison to reference ancestral populations (African AFR, European EUR, and Native American NAT). BRCA pathogenic mutation carriers are illustrated by darker bars. Local ancestry estimates at the BRCA2 locus in E1308X carriers (b). In B, only six of the eight BRCA2 E1308X carriers are represented, which corresponds to the samples for which genome-wide SNP data was available.
